Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.031; wR factor = 0.061; data-to-parameter ratio = 14.4.
Related literature
For related literature, see: Chiari et al. (1981) ; Jin & Xiao (2005) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 1998 ); cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: SHELXTL (Bruker, 1998) ; software used to prepare material for publication: SHELXTL. 
Comment
The compound 2-hydroxybenzoic acid (salicylic acid) and its derivatives have been widely studied as medicines or important active pharmaceutical intermediates (Chiari et al., 1981; Jin & Xiao, 2005) . Herein, we report the crystal structure of the title compound, (I).
In (I) (Fig. 1) , the atoms O1, O2, O3, Br1, Br2, C1 and aromatic ring {C2,···,C7} are essentially coplanar with a mean deviation of 0.014 Å. The crystal packing is stabilized by intramolecular and intermolecular O-H···O and C-H···Br hydrogen bonds (Table 1) .
Experimental
Crystals appropriate for data collection were obtained by recrystallization from ethanol (m.p. 500-501 K).
Refinement
The hydroxyl H atom and the carboxylate H atom were located from difference Fourier map but were refined using the riding model with O-H distance restrained to 0.82Å and U iso (H) = 1.5Ueq(O); while all other H atoms were placed at geometrical idealized positions with C-H = 0.93Å and U iso (H) = 1.2Ueq(C). Figures   Fig. 1 . The molecular structure of the title compound depicted with 30% probability displacement ellipsoids.
3,5-Dibromo-2-hydroxybenzoic acid
Crystal data Primary atom site location: structure-invariant direct methods Extinction correction: none 
Special details

